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EFIARERNDEEEREENATEHL
IEFE R [E T K E1E (2025 FhR)

REW,ZFHE 0 FLEETF,TZELK B, KRG
FERERFTEELANEELLEZR S
EHTHEARAFXNEIEXARMNA T AFFTELRXERFAEZ LT XA
(1. P EERR MBS — R, 07 WH110001; 2. #7704 Mg E B, @i o
310022; 3. INARKZFEERE, 1A ¥ 250012)

OE PRI SUE ST S R kA wEAE N . AL EE (human papilloma virus,
HPV) DNAG I 2 {dt Fe A B2 80098 0 & 19 1 2 77 7% , HPV E6/E7 mRNA K BRHPV B K PR A
DNA FF A A 0 7 35550 ‘B 4900wl 98 s 748 XURS: S8 A, 7 A 2 ] 3 HPV BH 1 A8 4 04 i e 43
Peutz-JeghersZi £ fiF EB B WATSTK 113 H 5 A5G I, 48 5 0 25 AR YT . Wb B 02 ki B 1 ey 351
P B A TPD-L1 A ICAE B/ TR AR AR e M g 248 g G0 I R N 3R B2 400 g A= 4 IR 32 42
(human epidermal growth factor receptor 2, HER2) %% 4% & fff (rearranged during transfection, RET)
Pl 2575 37 B K 24 B2 52 /R Ul (neurotrophic tyrosine receptor kinase , NTRK) % Pl £l | LA 4§ = 7 3
J%E?i‘*(ﬁmf

TR UM RN s AL SR R T AR
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Chinese Expert Consensus on Standardized Selection of Cervical
Cancer Gene Testing Based on Clinical Requirements (Version

2025)

SONG Yuli', LI Fangmei', DENG Lei', WANG Yuning', YU Aijun’, ZHANG Yi',
ZHANG Shigian®

Chinese Holistic Ovarian Cancer Society of China Anti-Cancer Association

Expert Group for the Formulation of Chinese Expert Consensus on Standardized Selec-

tion of Cervical Cancer Gene Testing Based on Clinical Requirements
(1. The First Affiliated Hospital of China Medical University ,Shenyang 110001 China; 2. Zhejiang Cancer
Hospital, Hangzhou 310022, China; 3. Qilu Hospital of Shandong University, Jinan 250012, China)

Abstract: Genetic testing plays a significant role in the diagnosis and treatment of cervical cancer.
Human papilloma virus (HPV) DNA testing is the preferred method for cervical cancer screening in
healthy population. HPV E6/E7 mRNA reflects the activity state of HPV genes, and DNA methylation
testing can identify patients at risk of cervical cancer or precancerous lesions; both can be used for
triage of HPV-positive patients. Patients with Peutz-Jeghers syndrome are recommended to undergo
STK11 gene mutation testing to guide screening and treatment. For patients with advanced and recur-
rent or metastatic cervical cancer, testing for PD-L1 expression, mismatch repair/microsatellite insta-
bility (MMR/MSI), tumor mutation burden (TMB), and human epidermal growth factor receptor 2
(HER2), rearranged during transfection (RET), and neurotrophic tyrosine receptor kinase (NTRK) is
recommended to screen for eligible patients and guide precision treatment.

Subject words: cervical neoplasms; gene test; human papilloma virus; expert consensus
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CBHTE K, (BATSA o0 R R B $ o 5 i A7
R A, BRI C RS . R EAHPY
RS R SR BB SV, — e 2 104F H = R
)50, TR, TRk MLV 4 0 A, R 2 500 U0 ]
LTy =2

WA T S A I AN W R, DA Bt A% iR B
(O HEE S5 DRUAS I 7 B S0 By 420 P B4 H 2%
Se, AT, 1= E i i DA I e 2 ) A o AT
AT, FRAAHL FE A L F R EAIER, LAY
A FE N A R 8 SRR T BB U I R 2%

1 HAWRET &

1.1 HIREHITER A&

AR BT 201448 & A i (i T A= 40
ZURREHIT TS KA o kA ny
IHEITIRIRIZ T 46 M 48 S ) (20220 ) ), 78
[ by 52 e 46 ma M 5 B AR S (MRS .
PREPARE-2025CN378),

1.2 HixABSERSE

AR F2 AL R S 90 R BE i BB I, A O
LRI M AL BT TAEE S %, His AR 0 E S
T BE N B S N, B SR =2 W HE R
KARIT W A A sk
1.3 IEFR DR A3 IE 5 B E

AR 28 55 = BRI R 2R AR S ) 1 R R A
SO AR 5 A, 1S SCHR SCRE /NG IR o
RS RIS R ARG N 2 il S WUHe e A T
A PR (]88, 95 K o FH 66 DRLAS I 52 AR 34 78 30 1Y)
FAEAIZTT |, T AR P AH DG SCHR 2 1 4b BRI 55
14 EEEREFIE

WHE b ABFSURE R . TR G . LR,

Jiti .45 5 (population/patient , intervention , comparison,

outcome , PICO) J5L 0| | X i 94 K2 ) 1ife IR [l B 47 T &
Gikzw ., O REEE . 45 Pubmed . Embase | 1%
T R0 5 B AR R ST G QR R B ) P
20254F 1, @b BESCK B 1)« 98 SCRE R 7 LA “cer-
vical cancer” “genetic testing” b 3 ; H SO R 1A LA
R B KRN A (DR R SCEE B 9 R
U DR AS A G 1 R G vk £ R NS A o A (B
BUXT BRBF ST AN ST 5 f51) 0F BRATTF 5% 452
1.5 EEHENSSR

ZARIRTTIR, A I TR T B 5 T R R R
HPEAL i 2 K PEAT 53 9% (grades of recommendation ,
assessment ,development and evaluation, GRADE) &
GEREATVEAL T, IR B N3N E S = (A) R
(B) AR (C) 5 HEFF 5 43 A s 477 A5 HERF (R 1),

2 EERMNEEIEISTTPRINA

2.1 EEFEWNES TRIEEE TS IER
21,1 FARE

SR B LT A 5 % AL 5 HPV ARG I 1 251 4 i
FRA . HPV DNARGI & A 5 i HPV A I 19
HETFIET . HPV 16/18 B B , WU 2 B8 Bk
A, ARHPV 16/18 S , HEWAT A0 ML~ A5 45 53 I -
AN FEE [ TSI I2 W o SR AN St R IR 240 i
(atypical squamous cells of undetermined signifi-
cance , ASC-US) K LA -3k A8 TR}, 4 77 BH 18 B K 4
AN B R R R VT 90% fY iR fE B HPY
(high risk-human papilloma virus, HR-HPV ) J& 4 7 2
SENARHIR, FA/NB 722G I i i wi e
W, H A LN (cervical intraepithelial
neoplasia, CIN)  II +F1CIN Il + 1% £ 55 243 51 4 1.8%
10.8%"", T HPV DNAKG I TE i X 73— id P ik
HRFSETE R  HPVAG I BH A4 a] BB 5| A 0 2 £ 8 =%

BRSR

®1 FAERLIREFERRMIR

E 38 Jo k45 2 B &
Ji k73 2
i (A) SR BT FE A R AT RE X T A Al 45 SR AT 52252 M), BT AN AT RE B 4 i 4 77
T1(B) R OK HIRIESE AT REXS AT A DA 45 R AT SR M, M AT RE A 2 A 27
& (C) AR W FEAR AT BE XS T AY PFAl 45 SR AT 52250, I AR AT 8 22 24 i 4fE 75
ey 3
SR AfE A Yl S 7 T ) K T e B Ok T
55 417 R BN i R BTG 3 ey B 5 ik P T 4 399 < ) A >
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e, 8T 5 SO 0B (1 B I G A B F IR O R I
SR ik e e U R S B T ARG v
2.1.2  HPV E6/E7 mRNA#: |

HPVJE XUEEFRIRDN A 85 , 73 A3 DRg X, Horp
EX S HIES E74E o FEZ0mE A, HPV E6/E7
mRN ARG I 56 95 75 Ak R KO-, R A% 1 HE R
HR-HPV E6/E78U# 3L (k16 0L, SR8 A &
S0 LA B DDA DG, T Ry B S B R TS A2 1 X
B PEA T2

HPV E6/E7 mRN AKX 57 259 75 12 Wi i 2 4
JE RSB PR T A R B M R Y T
HPV-DNAKG I " 55 A W58 & 8L, S HPV-DNAA L,
HPV E6/E7 mRNA Sl K HI A W 2 2 20 27 A
£F (thin-prep cytology test, TCT) , %f #iil CIN Il + H A
O RS KA HPV E6/E7 mRNAE P K6
1) R R KRR S R 3 0L T TCT, TCT . HPV E6/E7
mRNAZE P FE BB R 12 W e 50088 07 3
() R A AR S ST HPV E6/E7 mRNAAS I X
ASC-US A Bf 9 43 Wi 2 2R & T HR-HPV DNA Al
HPV16/184 , H: ] F ASC-US A B 1 43 37 45 B AT LA
WA LB BRI B 512, R AR S5 25 1) T
2% SN
2.1.3 WA R

DNA ' 3% fb J& 7€ DNA ' % % % i (DNA
methyltransferases , DNMTs ) i AL /E F T, B S-JiR
H i & 112 (S-adenosyl methionine , SAM) [ B J& & 4
A FCpGC AT IR H MM BE  (Cytosine,C) 54
ST b B 5-H B s BE (5-mC ), DA T 98 42 i A
FEIRT B A S5 T 0 BRI ik IR A 4 i
JEV 0TS S R ) 3h 7 X R Ak, S B0 L R 1)
R 196 RN S il AR 3 oh R 42 22 R B 1% L DNA
FEARAS I AT A Ay ey S50 O A A AT A (CIN I +)
SYE A EE T H R HE F T HPV FE M o4 i
SR H B R DA AT R S R U0 R B Y
TEBEAG A B ST P ARG ) T A R A S i
FEATEHEAT 43 F R =, H i 32 28 B ARSI 7y i
£ 45 DNA F 5 1k 45 53 ¥ PCR ¥ 4% 3% (methylation-
specific PCR,MSP) . 4= 3 A 41 H & 4k ] J¥ (whole
genome bisulfite sequencing, WGBS) | H 54k 5¢ &
17 15 (Methylight ) ',

T 218 2 Fh B b b 2 B sl 355 T CIN
BCE U 12 W RN A S . — T4 M 2 A A R
PAXTH JEAL R I 09 W 5% 587~ , PAXTHY 6 A G 0 33
SCIN I+ i 26 F 10 2 (area under the curve, AUC)
$70.948 [95% & {5 X [8] (confidence interval,CI):
0.895~0.990 ], % 4 11 72 #5850 BH A4 0l i A 4L, 1L
ER 5 G 00 1 1) T 455 2 12 5 E A A i 2 19 477 %0
£25.6%, —W Z L HTHETEF SR, AE16/187
HR-HPVJE& YL 2 | PAX1/JAM3H J& AL AG i %t CIN T+
RSt 2 ) SO0 T 4 2 R A 2 R A
45 R ASC-US K& L) | 4% A2 B, PAX1/JAM3 W 54k
(+) BFEFEEPIEGEEIZE (74.66% vs 17.45%) .
HR-HPV &Y & PAX1/SOX 1 F 3 AL A 46 0 1) R 5
JEE BRSSP TR0 | I 0 E B AUC A 53k
82.0% .89.6% .67.2% 95.1% 5% 0.858 , ¥ & T 41l iy °#
Kl (68.0% .69.9% 37.0% .89.4% }.0.690, P<0.001) ,
HSOXITHTPAXTH &AL A I 55 9 B 45 3 1 — B v AL
T 2= IR 8 iR CIN T CINIL (CIN
KB #UE B FAMIT9A4FE R )3 3 7 B Ak BH 1 =R
BT R S FAMI9A4KE [H 3 30 1 B 34k ot
B S O A2 12 W 0 R B8R AR T HR-HPV A | ¢
S 8 E T HR-HPV A& I 5 & B Y& 40 Jf Y 3 1k
FAM19A4/miR 124-2 8% 4 Wi 45 &5 20 5 b Bz o 98 7%
(high-grade squamous intraepithelial lesion,HSIL) . &
i 1 AUC A 0.813  (95% CI1:0.713 ~0.913) 1,
FAMI19A4 PAX1 .miRNA124-2 H 3£ {k Bt & 2 W
HSIL+AUC~0.928, RAEGE 4100.0%, 5535 K
81.8%2, H:At JO7 FH Ty #5987 100 i 11 HY AL JE M
it & PCDHGB7,.ZNF772 . ZNF582, C1301f18 SEPT9,
ATP10a% , 35 5875 H AR 45 F bR A DU 7 125 1812 Wi sk
A8, A RN HR-HPV FHM: 35 40 i 24 555 43 7 10 8T
ji/f 28—32\O

# & & I HPV-DNABR 5 20 g 27 46 il 2 ey 3
i — R A F B, HPV E6/E7 mRNAKE I A1 34k
oA IR s o a1 R =t O N I S s
HPVIE GRS, W AR I A A T TCTHY R 8
SRR S BE WA B K AT T 43 T HR-HPV
PR 2B (U A 2. b HERERR .50
22 EREKRNESTHESEZRHITE

B B 1Y S ORI R W HR-HPV KR 2L g |
BA /D85 B0 B R 548 4 OC | Peutz-JeghersZ5 453 1iE
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(Peutz-Jeghers syndrome,PJS) & —Fp 5% UL (1) 4L 0
TR PG FAE 2 G G, 19T Qe R RS
1Y 22 R R /75 R BRI 11 (serine/threonine kinase 11,
STKI11)FEH IR R B PERAES [, A4 41/200 000~
1/50 0007, Hit 1Y e PR 32 B Ay Bz JIK 86 58 € SR U3
H W18 22 MR RV I TR B i 2 ™, R
UUB RN DR W5 G 3 T8 0k 255
L0 B2 RS BB R B, BE A AF IR 38 K m] 2 T T
KPR TE R AW T E N R A AL TE
HoAER AL, P 4 PR 2 2k e W AR ;e & A B s
RN NN 7S BN 7N 7 TN A

‘B 2 Y9 (gastric-type endocervical adeno-
carcinoma , G-EAC) J&PJSAH I & Fi 1) F 2E 4l 412
KA PISLAEG-EACH) KA L N 15%~30%", &
JEHPV AR OC AU 5 R i foe 1 WL 2B Y | R R AR
T A R U, G-EACH) i LR IR AR B
A AE AR K REBE 7 I Wy s 138 Hh il A A 2
o k8 A TR 0 B U IR TR,
SRR B, B AN AT O kR R ARG
BHUTCT HPV AL I8 L H KB, Whieis.
G-EACHZZ2 LR, U B AT A T B i i Al 4=
LT ERMBAIE AL 7S | S A A7 R BUR™,

PISH I RIZ Wb (4% . (D E i WA 24> 5%
ZAPISEIE R ER N, QK. WiE &
5 R AR A TR 0 BB R R 8 R T s BIPIS
FEL ™ Y HA UL PR a2 FeRe AR BI R4 H
PISHIG R2 W o Hog b — SRR SR S 475 E
A7 35 DRI AG 00 R 358 4% 5 380 (STKT TR R 578 )10, 4G i
FERAFH KA BREGMEE Y (polymerase chain
reaction, PCR) | £ 5 ¥ 3 (O PE R £ 7 18 (multiplex
ligation-dependent probe amplification, MLPA ) F1 3
L ) B 51 G 0 HEFEPIS IR 18~20% IR B AT
AT ICRERE P 4G A ARG A e 2040 i~ A6 e (A
AT ) W EINAT AR SEAT AL XTI R e
MEENG-EACHE , Al UIATE B2 IR Z UG 5 8%
SRR A O 3 2 v BUHE IR VT BR R A 481 .
HHH2 N G-EACH | ML IH S SURIRIr M., T
G-EACH) = 281k, B 5 R AR U0 L7 D L, AN 4
HG-EACH (R B E T I REFOR B BT 5L

4 K & M2 W 2 PISIE K12 Wi b e & 77 1T
STKI1HEH 288 4500 | 58 AT AR 5 AG A A FRHG:

4

A FIE A0 2E R A 5 B2 N G-EACH | BTG &
FUEIRYT MG RN HERRE O B AR B I RE GE 4R 4590 . v
WEAEDRE 3R ) .

23 ERARMNESTHBRA. ELEBEEIEN

W ) Ko S R e R M B B0 LAY | SRR IR YT I
HLRRTT AR R GUIRTT A E o IRAEKEYNOTE-826#F7¢
SR, HMERE SRR YT I PD-L1 B 5 e R
B AU I - GRT T R, AT ST R
R, RPEIRIT B TR E LR MRS SRR T N — 4
TRTT I B I Y R AL DR AT e R TS
231 ABEAMNIEF T RZEST
23.1.1 ARSI ITE ARG TR

F B AB & BB (mismatch repair-deficient,dMMR)
AR A S AN ERE (microsatellite instability-
high ,MSI-H) , B 5 J& A= R 4 Jfl 58 7% | H 5878 J2 4 e
&2 IE % (proficient mismatch repair,pMMR ) 9 (1)
10~1001% . UL, #5 EL A& & (mismatch repair, MMR)
KA AT F B0 PD-1/PD-L A0 i 31 A9 7 55, B 5
i SR # MSI-H L 1129 42.62% % . KEYNOTE-028#f 5¢
PEAL T A A 2R B0 H] T 20 2 R PD-L1 3R 35 IR Y
W30 S AT T AR e e BRSO T 24461 ' S
¥ BB B WL 2R i % (objective response rate, ORR)
F17% , Horp 445138 73 2% fi# (partial response ,PR) , 3l
PIRFa 5 (stable disease,SD) ; B 1 A A7 A= 77 1
(overall survival,08) H 119 H 64 H f124 A B4
350 N 67%F140% . KEYNOTE-158#F 53 ¥F- 4
T AR BR BB LR RIIR BUZRIA (0 11 06 300 S AR 9 18
HWITR, TEMA B985 Fidi /3 b 3451 34 3
CR, 935 #IPR,ORR }12.2% ; fEPD-L1 FH 1 i 484 &
#H,ORRA 14.6% ; /5 M AIPD-L1 FH A b 8 £ & 64>
R A AR 53 R 75.2% 80.2% , 124> F A A7 %
Gy h 41.4% 47.3% ), MR s KEYNOTE-028 il
KEYNOTE-1588/F 5% i 45 5 , WA 15 71 2R B 50 253697
SEMSI-H/AMMR B &5 983 28 25 171 faf - (tumor mutation
burden high, TMB-H ) 5 PD-L1 FH 4% &2 & /7% 5% P i g
B e ZAIRT T R

WA 5 | kR B B P U AR AT MMIR/
MSTAG I 541 PR b 5 >R FH #9582 214k 2% (immuno-
histochemistry , IHC) %% €6 %] il 83 21 214 Ff MMR &
(MLHI ,MSH2 ,MSH6FIPMS2 ) % i 25 [ 1) 22 ik #E 4 T



R DR AREE M (microsatellite instability
MST) R 25K I 7y 7 245 30, 43 ) J 2 8 5 Y6 PCR |
AR JF (next-generation sequencing ,NGS) Fl 1§ ¥
Ji 9 DNA  (circulating tumor DNA ,ctDNA)-NGS'>!,
Horpr )PCRENGS H 5 g H 4URE AR | T ct DN A K Il
W5 AJ U A A0 R
23.1.2 MEBRE KT

Jit 88 € 4% 7 faf (tumor mutation burden , TMB) #§
o B R A X3 PN R T B EE 6 (Mb) R R A0 i R
[F] S 275 (35 85 X 2848 FIRS A 278 ) O % . TMB-
HE X HTMB = 10128/ J7 i (mut/Mb) , B
[, TMB-H 35 5 0] G A 8 2 1 B AE PR, A
VR N G 92 G A s U0 R0 B BB E S, R B R
TMB-H# (' b A 14.9%, AR RSB gedte e 1 T
TMB-HE & /5% 4 1 5 S8 1 1 1 =Ry i 2™,

AR FIF (whole exome sequencing, WES)
SETMBAG I (4 4 b o, {E H I B AR 12 7 X i
B NGS5 WESH TMBAG I 2% 5 H A 5 B — 34
P, 223 B UE A I IR KNGS panel 7] AE 4 15 e 6
TMBEYEAR T 2 AEAS AT R I A 8550 R Ko fif
HA
232 EEKRMNES THIEEIET
2321 AxEmpt kBT 2R2

NR B M AR H 2 4K2 (human epidermal
growth factor receptor 2, HER2) J&— Fft %5 JIi [i% % i@
PG Z R, T8 FERBBZE AL b1 , il LAAIE iF 41 it 34 5 |
AU S, 2 PR PR — R bR -2 4 1
W) | i o 0 A S P HER2HE 5] AR 5 4R 30 54 Bl 1
Tl TR IR | LA 1] 0K 245 4 i 0 380 240 e o, 52
XoF i Jed 240 L PR RS AT 5, DESTINY -PanTumor02/2
— I 113356, 99 A 267191 )= 5 B 101 R AT U1 B ok
et HER242 35 (THC 3+82+ ) S2 IR & 0 g4 A
() 40 1] ‘& #5136 B 3% ORR K 50% (95% C1:33.8% ~
66.2%); A7 %% A [E] (during of response,
DoR) M 1424 H (95%CI:4.1~NR) ; F1470S M 13.6 1
H (95%C1:11.1~NR)) , 78 i 2 2k 551 7] /£ 4 HER2FH
PERBE (THC 3+802+) 9 2R/ J5 43R 97 I 5,

RO R B 1 A kMR SR i 4T HER2
IHCAZ M , HER2 THC 3+ EL #2 # Wi & HER2FH £ | 1
HER2 THC O] # 7 % & HER2BA ¥ , HER2 THC 1+
I8 HER2{% 323519 ) HER2 THC 2+ 1] RE 7 K6 7 25

RAHE, W — AT 00 T LE WA I a9 6 S5 A
7% 22 (fluorescence in situ hybridization , FISH) £ ] |
LA N HER2BE N ™ BOIRZS 4 SR FISHAR I 45 51
/N HERZFZENAFAEY 3, W n] 5 O HER2BH 1, 4 2
FISHBA MW A A HER2AIR R 3K o %8 T 1A BF8 : Ji
Je HER2 5 95 20 Ak 1 13 i Ak Tk 20 By B, LR
HER2 THC 3+52-+ 19 il b i 45 1 1) 9 BH 4 40 e v
53 L6 o BT AR BRI 5 HER 23 A (14 45
Bl REAFAE— w22, H A7 LFISHE A A b H)
HER2ZE N #5 DU “ e bnifE” . i T HER2FR A
S B, S UCRE X 5k kb A2k R LA R e B Ak X
17 HER2K: M | AN [6] 5B AL 1 5% 4% kbl 73 391 ¢ 3% HER2
LioRll8
2322 #HFFH

YL FEHE (rearranged during transfection, RET)
B RLA E — R W Eom SR Sh 4, FEH R IR AE
PRI (5%~10% ) AF /N 240 i 958 (19~2% ) Be 8 53 52
TR (<19%) Hhal DL H T, 5 S0 T RETEE P il
B RAFMAL, TR e R —Fh 0 IR RETSZ R S 2
PR WA e, 1/ 10 LIBRETTO-001 28 35 7
1ARD SR JiRE 2410 RETRE & FHAE 5 ThoWL g8 1 28
TR e R R A, B E ORRM43.9% (95%
CI:28.5%~60.3%) , 1 . DoR ~24.51 H (95%C1:9.2
AN H~NR) R FEE R JE AR RETHE K il BH P i
Jed FB A R 1] AR WA AR W ) /IR IRYT Y

A S IO Jr) IS 6 0 2 A e R A o
FTRETHERI @A A5 I . F AT RETHE R Rl 5 A6 I L
B 7 AL FETHC FISH, ¥ 7% S PCR (reverse tran-
scription-PCR,RT-PCR) NGS#Z A %7 | THCALE H
FALLUREA FISH X RT-PCRIE I F 241 20K 4l il 7 A
A NGSHARGE HI T 2HZL A0l 22 SRR A
2.3.2.3  MZE IR BN E TR 52 A

P 22 78 7 AU T B R 2 AR B (neurotrophic tyro-
sine receptor kinase, NTRK) FH 2 15 JE LER 25 1 32 1A
P4 (topomyosin receptor kinases, TRK) Y 3 K 58 %
AL, ¥ B NTRKH:H (NTRK1 ,NTRK2F1NTRK3) ()
HE R Rl G A AT AR HETRKSZ AR A i 223k, AT 3 B
T kA, R JE S i NTRK T NTRK2HINTRK3
HE PR i bt 1) S LR AR 1 S2 AR A 1, R R e AN
Fiti 15 85 JE W& NTRK/ROS TUUSE 55 90k 57017, i 2 %
JE AR EE T35 2 ol I RAF SR i 45 2R, BILOXO-
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TRK-14001(NCT02122913) SCOUT(NCT02637687)Fl
NANAVI(NCT02576431) 77" FR#F5EH , $1 8 %5
JEAEVTRPAS[R] 26 29 B TRKF A BH A i g g 3 vh e
HT5%0) N IR YT IR G VAFEERET 1900 v, L
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